A1AT-Total
3021 (2065,6 -5363,3) 1694,95 (189,8 -6772,5) (12,4 -3411,2) 63,35 (19,6 -1961,6) 0.883618 ApoC3-Total 30418,7 (11542,5 -32461,5) 33030,85 (10004,3 -66555,5) 0.464215 apoEa 2303 557 (83,6 -1785,4) 500,75 (24,1 -7997,9) 0.66055 apoEb 2214 4604,1 (610 -9895,3) 3042,65 (1901,6 -15379,4) 1957,3 (465,5 -3212,9) 1973,55 (29,1 -5926,9) 
Bacterial species
Several correlations between bacterial species was found, such as the amount of Tanerella forsythia to Propionibacterium propionicus (R-0.65*).
Two-dimensional gel electrophoresis
In LDL/VLDL, the two most basic (highest pI on the gel) isoforms of apoA-I (d and e form) correlated to Fusobacterium Nucleatum (r-0.61 and r-0.67, respectively).
In HDL, ApoJ(b) correlated to negatively to plasma glucose levels (r-0.51*), BMI and (0.56*), apoB/apoA-I (r-0.56*) and the glycosylated SAA4(f) form (r-0.64**) and positively to SAA4(a) (r0.59**). There was a negative correlation between the glycated apoA-I and smoking (r-0.58**) and a positive correlation to plasma ALAT (r0.67). ApoJ (b) correlated to T. Forsythia and Treponema Denticola (r0.54 and r0.57, respectively), and SAA4 f with T.
Denticola (r-0.59).
nLC-MS/MS
In LDL/VLDL, apoA-I correlated to apoL-1 (r-0.54*), PAF-AH (r-0.75**), Prevotella intermedia (r0.59). ApoL-1 correlated to Ig gamma-1 chain C region (r0.83**), PON1
(r0.68**), and plasma apoB/apoA-I (r0.63**). PAF-AH correlated to plasma levels of apoB (r0.53*), apoB/apoA-I (r0.52*) and to Campylobacter rectus (r0.56) and T. denticola (r0.54).
Ig gamma-1 chain C region correlated to T. Forsythia (r-0.71) T. denticola (r-0.69),
Selenomonas sputigena (r0.78*) and P. intermedia (r-0.58).
In HDL, LCAT levels correlated negatively to pocket depths (r-0.5*) and BOP% (r-0.53*), and positively to apoJ and complement C3 (r0.51*, respectively) and to apoF (0.63*). ApoA-II correlated to alpha-1 antitrypsin (r-61**), apoA-I (r0.61**), apoC-III (r0.68**), SAA1
(r0.68**). Alpha-1-antichymotrypsin correlated to Alpha-2-HS-glycoprotein (r0.69**), apoJ (r-0.67**), PLTP (r-0.64*), PON1 and PON3 (r-0.4* and -0.69**, respectively). ApoC-III correlated to SAA1 (r0.58*). ApoJ correlated to apoF (r0.62**), PLTP (r0.87**), PON1 and 3 (r0.68** and 0.84**), to plasma apoA-I (r0.66**) and apoB/apoA-I (r-0.72**), and to BMI (r- 
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